Human 19 x Chimpanzee 19
score = 17,297,608

CUDALlign - Alignment Viewer - .1.003 - Alpha Version[alignment.00.bin]

Query: 50612415 CTTGACCTCCCAAAGTGCTAGGATAACAGGTGTGAGCCACCGCACCCGGCCAAGTTATTT 50612475
) FEECEEEREERT R e e e e e e e e e e e e e e e e e FRRErnnirnnl 1se/ 6281711
Sbjct: 45312650 CTTGACCTCCCAAAGTGCTAGGATAACAGGTGTGAGCCACCGCACCCTGCCAAGTTATTT 45512750
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T T T 1 Query: S0612473 TAAAATGTACCATTATTATTGACTGTAGTCACCTGGTTGTGTTATCAAATAGTATGTCTT 50612529
FEEEEREEEEREEr R e Peerer e e e e e e e e e en el 1sef 6282271
Shjct: 45912750 TAAAATGTACCATTATTATTGACTATAGTCACCTGGTTGTGTTATCAAATAGTATGTCTT 45512210
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Query: 50612539 ATTCATTCTTTCTCTTTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTG 50612599
) FLEREEEREER PR e e e e e e eennl [12/622223]
Sbjct: 45312810 ATTCATTCTTTCESTTTGTGTGTGTGTGTGTGTGTGTGTGTGTGT 6T GRESEE s 45312856
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Query: 50612593 TGGTACCCATTAACCTTCCCCATCTCCCTGCCAGCCCCTAACTACCCTCCCCAGCCTCCA 50612659
) FEEERLERREEREEE R R e e e e e e e e e e e r e e e v e r e e innin e (s47 6282921
Sbjct: 45512256 BEIGTACCCATTAACCTTCCCCATCTCCCTGCCAGCCCCTAACTACCCTCCCCAGCCTCCA 45512514

Query: 50612655 GGAACTATCCATCCACTCHTATCTCCATGAGTTCAATTGTTTTGATTTTTAGATACACAA 50612712
----------- ) FEEEEREREEEEEE e Cer e ee e e et e e e e e v e e e e e v e r v errirn 15476222471
Sbjct: 45312914 GGAACTATCCATCCACTCTTATCTCCATGAGTTCAATTGTTTTGATTTTTAGATACACAA 45512574
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Query: 50612712 ATAAGTAAGAACATGCGATGTTTGTCTTTCTGTGCCTGGCTTATTTCACTTAACATAATA 50612772
FLEE LERLEREEEr PR Er e e e e e e e e e e e e e e e v il 1527 6222951
Sbjct: 453512574 ATAAATAAGAACATGCAATGTTTGTCTTTCTGTGCCTGGCTTATTTCACTTAACATAATA 45514024
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Query: 50612772 ATCCCCAGTTCATTATGTTGTAATTGACAGGATCTCATGTTTTGTTTETTTTATTTTGIT 50612826
FLECLERREERTEEE L EER R e e e e e e r e e e ee ey Fer FeeE THENnnl [4476224432]
Sbjct: 455140324 ATCCCCAGTTCATTATGTTGTAATTGACAGGATCTCATGTTTTTTTTGTTTTGTTTTGIT 45514054

Query: 50612236 TTTTTTTTTGGAARAGGGT CTCGCTCTGTCGCCCAGGCTGGAGTGCAGTGGCACAATCTC 50612256

) PR TR e e e e e e e e e e e e e r i t40s 62242321
Sbjct: 45314094 TTGTTTTHSEGAAAAGGGT CTCGCTCTGTCGCCCAGGCTGGAGTGCAGTGGCACAATCTT 45514151
Query: 50612236 ACCTCCACCTCCCGGATTCAAGCGATTCTCCTGCCTCAGCCTCCCAGGT 50612956
[Tl 1IIIlIIlIIIlIIlIIIlIIlIIIlIIlIIIlIIlIII Il [52r628535]
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ACCTCCGCCTCCCGGATTCAAGCGATTCTCCTGCCTCAGCCTCCCAAGT 45514211

A
I
— Sbjct: 45314151 CTGCA
Query: 50612356 AGTTGTGATTACAGGCACGCGCCACCACACCCAGCTCATTTTTTCATTTTTAGTAGAGAC 50612016
"""" . FEEREEEERERREERE R R R e e e e e e e EE NG EEERLEET LTl [eey 628595]
— Sbjct: 45314211 AGTTGTGATTACAGGCACGCGCCACCACACCCAGCTCA CATTTTTAGTAGAGAC 45314271

L]

Query: 50612016 AAGGTTTCACCATGTTGGCCAG 50612076
I FEELREEREERE FERERRE e e e e e e e e e e e e e e e e e e il [ses 6226511
— Sbjct: 45314271 AAGGTTTCACCACGTTGGCCAGGCTGGTCTTGAACTTCTGGCCTCAAGTGATCTGCCCGE 45914231

Query: 50612076 CTCGGCCTCCCAAAGTGCTGGGATTAGAGGTGTGAGCCACTGCGCCCAGCCAGGATCTCA 50612136
| | | ) FECLEREREEREEr R e e e e e e ee e e e e et PEVERrEr e 1sef 62e7e71
Shjct: 45914331 CTCGGCCTCCCAAAGTGCTGGGATTAGAGGTGTGAGCCACCGCGCCCAGCCAGGATCTCA 45514251
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Query: 50612126 TTCTTTTTTATGGCTGAAGAGTATCCATTGTGTATAAGTACCACATTTTCTTTGCCTGET 50612196
) PLEREEEREERTEEE e e e e e e Cere e e e e e e e v il [ses 62276321
Sbjct: 45314231 TTCTTTTTTATGGCTGAAGAGTATCCATTGTGTGTAAGTACCACATTTTCTTTGCCTGET 45514451
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